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RESEARCH INTERESTS
MICROBIOLOGY AND MOLECULAR BILOLOGY

Academic Qualifications

Ph.D. (Molecular Biology), University of Kolkata
M.Sc. (Microbiology), University of Kolkata
B.Sc. (Microbiology), University of Kolkata

Teaching Experience/Industrial Experience/Research Experience

v 1yr experience as Laboratory Operation Manager in Aster Labs.

v 1yr experience as Specialist Molecular Biologist in Aster Labs.

v 1yr experience as Head Molecular Biologist and Micro biologist in
SRL Diagnostic.

v 1 yr experience as Molecular Biologist in Medicity — Specialty Lab
Pvt Ltd.
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